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The aim of this document is to provide a list of references outlining the current extent of 
characterization, both phenotypic and genetic, of native Nordic farm animal breeds. Google 
scholar was used to search for any scientific publications, including student theses and reports, 
on Nordic breeds of the main farm animal species: cattle, sheep, goats, pigs, chicken, dog and 
horse. The table below lists the breed names that were used as search keys. When present in the 
table, both the English as well as the original breed name were employed. No searches in Finnish 
or Icelandic language were conducted. 

Breed English name of breed Species Country
Danske Landhøns Danish Landrace chicken chicken Denmark

Finnish Landrace chicken chicken Finland
Icelandic landrace chicken chicken Iceland

Jærhøns Jær hen chicken Norway
Skånsk blommehöna chicken Sweden
Åsbohöna Åsbos chicken Sweden
Ölandshöna Ölands chicken Sweden
Gotlandshöna chicken Sweden
Kindahöna chicken Sweden
Hedemorahöna chicken Sweden
Orusthöna chicken Sweden
Bohuslän-dals 
svarthöna, 
gammalsvensk 
dvärghöna,  öländsk 
dvärghöna chicken Sweden
Sortbroget Dansk 
Malkerace, anno 1965 Danish Black pied Dairy cattle cattle Denmark
Agersøkvæg cattle Denmark
Rød Dansk Malkerace, 
anno 1970 cattle Denmark
Jysk kvæg Jutland cattle cattle Denmark
Malkekorthorn Danish Shorthorn cattle cattle Denmark

Eastern Finn cattle cattle Finland
Western Finn cattle cattle Finland
Northern Finn cattle cattle Finland
Icelandic cattle cattle Iceland

Vestlandsk fjordfe Western Fjord cattle cattle Norway
Dølafe Døla cattle cattle Norway
Sidet trønderfe og 
nordlandsfe Sided Trønder and Nordland cattle cattle Norway
Telemarksfe Telemark cattle cattle Norway
Østlandsk rødkolle Eastern Red Polled cattle cattle Norway
Vestlandsk raudkolle Western red polled cattle cattle Norway
Svensk rödkulla Swedish red polled cattle Sweden
Fjällnära boskap Unique Swedish Mountain cattle cattle Sweden
Dansk Spids Danish Spitz dog Denmark
Gammel Dansk 
Hønsehund Old Danish Pointer dog Denmark
Dansk Svensk Gårdhund Danish Swedish Farm dog dog Denmark
Broholmeren Danish Mastiff dog Denmark

Icelandic dog dog Iceland
Norsk elghund grå Grey elkhound dog Norway
Norsk elghund svart Black Elkhound dog Norway
Norsk lundehund Lundehund dog Norway
Norsk buhund Norwegian Buhund dog Norway
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Dunker Norwegian hound dog Norway
Hygenhund Hygen hound dog Norway
Haldenstøver Halden hound dog Norway
Dansk Landraceged Danish Landrace goat goat Denmark

Finnish goat goat Finland
Icelandic goat goat Iceland

Kystgeit Coastal goat goat Norway
Göingeget Peasantry goats;  Swedish Göinge goat Sweden
Jämtget Jämtland goat goat Sweden
Lappget Lapp goat goat Sweden
Svensk Lantras Swedish landrace goat Sweden
Frederiksborghesten horse Denmark
Jydske hest Jutland horse horse Denmark
Knabstrupperhesten Knabstrupper horse Denmark

Finn horse horse Finland
Icelandic horse horse Iceland

Dølehest Døla horse horse Norway
Nordlandshest/
Lyngshest Nordland pony horse Norway
Fjordhest Fjord horse horse Norway
Norsk kaldblodstraver Coldblooded trotter horse Norway
Sortbroget Landracesvin Danish Black pied pigs pig Denmark
Dansk Landracesvin, 
anno1970 Danish landrace pigs pig Denmark
Linderödssvin Linderöd pig pig Sweden
Dansk Landfår Danish landrace sheep sheep Denmark
Hvidhovedet Marskfår White faced Marsh sheep sheep Denmark

Kainuu Grey sheep sheep Finland
Åland sheep sheep Finland
Icelandic sheep, including the icelandic 
leadersheep sheep Iceland

Blæset sau Blæset sheep sheep Norway
Dala sau Dala sheep sheep Norway
Fuglestadbrogete sau Fuglestadbrogete sheep sheep Norway
Gammelnorsk sau, 
Villsau Old Norse sheep sheep Norway
Gammelnorsk Spælsau Old Spæl sheep sheep Norway
Grå Trøndersau Grey Trønder sheep sheep Norway
Norsk pelssau Norwegian Pelt sheep sheep Norway
Rygjasau Rygja sheep sheep Norway
Steigarsau Steigar sheep sheep Norway
Gutefår Gute sheep sheep Sweden
Dala-pälsfår Dala-fur sheep sheep Sweden
Roslagsfår Roslag sheep sheep Sweden
Gestrikefår Gestrike sheep sheep Sweden
Helsingefår Helsinge sheep sheep Sweden
Svärdsjöfår Svärdsjö sheep sheep Sweden
Värmlandsfår Värmland sheep sheep Sweden
Åsenfår Åsen sheep sheep Sweden
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